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In the twenty-first century, the buzz is about genes and how they mold us and whether or not we can shake the bad ones. Interacting with your surroundings and influenced by chance, your genes contain The Secret of How Life Works.   You have your genes to thank, or to blame. The genome's language is DNA whose alphabet has just four different letters: G, C, A, and T, but the human genome contains three billion of these letters.   The enormous amounts of raw data generated by the human genome and animal genome projects make it necessary to use computers and methodologies like Bioinformatics to process them into meaningful information.  Scientists now possess a map of the human genetic code providing information that will allow us to diagnose and eventually treat many diseases. This project seeks to understand if advances in computer technology and biological research will enable us to identify and provide solutions related to human disease and health.  With that objective, this particular project analyzes the uses of computing specialty of Bioinformatics, in interpreting the biological data and predicting the connections among genes, heredity, and diseases. 

